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DR. ROBIN SCAIFE TO PRESENT AT THE 4™ AUSTRALIAN HIGH CONTENT IMAGE
MEETING

BPH Energy Limited [ASX: BPH] is pleased to provide a copy of the presentation that the Principal
Researcher Dr. Robin Scaife will present at the 4™ Australian High Content Image Meeting in Lorne,
Melbourne, today.

High Content Imaging has industrialised the field of microscopy, transforming process like
fluorescence microscopy from the single glass slide to a fully automated high-throughput imaging
process. Since its inception over ten years ago, high-content imaging and analysis has become a
pivotal process in early-stage drug discovery. BPH investee company, Molecular Discovery Systems
(MDS), uses high content imaging and analysis to screen for new oncology drugs.

MDS has gained core expertise in high-content screening and high-throughput imaging and analysis.
MDS’ innovative high content imaging and analysis platform detects and quantifies cellular properties
much faster than conventional methods, facilitating in the rapid optimisation and prioritisation of drug
leads. MDS has effectively utilised high-content imaging and analysis to identify novel cancer drug
candidates.

Yours Sincerely,

David Breeze
Chairman



®. .. /WAIMR

Western Australian Institute

I I IdS for Medical Research
molecular discovery systems

Use of high-content imaging
and analysis to screen for new
oncology drugs

Robin Scaife
Molecular Discovery Systems
WAIMR




.
mds

Cyclin B Degradation by the UPS

discovery systems

Aurora
Polo

Tumour

Konzentration

1
Cyelin A i

RN

G,-Phase S-Phase

Ubiquitylation

G,-Phase Mitose

Proteasome
o O
00O

Substrate-reco

<" Anaphase
Promoting
Complex

Anaphase

Metaphase



.
Cell Proliferation shRNA Screen mds
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mds Cyclin-B-GFP Cell Cycle Screen
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mds. Screening of Marine Natural Resources
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Anti-B-tubulin

AUSTRALIAN INSTITUTE OF MARINE SCIENCE
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mds. Variation in Response to Mitotic Arrest
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Whitehurst et al., Nature (2007)
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mds. Induction of Mitotic Death
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HCS of Mitosis vs Apoptosis
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Selective Inhibition of Proliferation mds.
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Screening for Selective Growth Inhibition mdads
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